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Detection of GMOs Existence
in the Local Market

N. Alassad(l); Gh. Khayat(z); A.Khanshour(l);
A. Altaher”; and A. Abdul Kader"

ABSTRACT

In the current study, analysis for some field crops, feed and food products
found in the local markets was conducted for GMOs detection using molecular
biology techniques based on PCR. DNA was extracted from samples including:
corn, soy bean, sun flower, barley, tomato and cucumber, followed by tests to
ensure purity of DNA samples using specific primers, such as detection of
Lactin and zein genes which are specific to soybean and maize respectively.
GMO detection in the studied samples was conducted using specific primers for
the most commonly used genes in genetic transformation such as 35 S promoter
from Cauliflower mosaic virus, Nopaline synthase terminator (T-Nos), the gene
which gives tolerance to glyphosate-herbicide, 5-enolpyruvylshikimate-3-
phosphate synthase (EPSPS), CRYIA(b) gene which confer resistance to
insects, NPTII gene which confer resistance to kanamycine, BAR gene which
gives tolerance to glyphosate-herbicide, and the selectable marker GUS gene,
using the following plasmids as positive control: PGIIMH35S-g2ps1, pBI221,
TOP10 PGII35S CRYA(b), TOP10 PGII35S CRYA(c). Tests revealed existence
of GMOs in some imported products such as corn, soybean due to the presence
of 35S promoter and NOS terminator, and EPSPS gene in soybean, while tests
showed negative results in the local crops tested.

Key Words: Feed, Food products, GMOs, Local market, PCR.
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Ea sl 13 gl il el o)l vie DNAY dakid ¢ jeds Cum Lgie la gl
Vaitilingom et al., ) La) jal ll 4l ) il Gildas 138 5 (bp264 I (38 sl
Ladd il Gun Lgeall Jsdg s M) e e 4 &l oda e i 4 (1999
s el 0550 de 4iud 50 b dailll DNA—Y

:EPSPS &5l oo Ciisl-5

5 - enolpyruvylshikimate — 3 - SN aE e Y gpmse oy gal) 13 Ay
«glyphosate  salal 4 i) dda clall any &) gall 138 08 &3 4 5 phosphate
GMO5,GMO9 sl caadiid glyphosate adall auall 8 2ladl) saldl a5
Loa (A1) 83 sinsall U suall 20 e 8 Laih dulsy dasill Sy il Jda3 3
Gt B gl o 8 (EPSPS &) sas Wl s Jane sl U (e Axieas L iy
Jelii gy 3 ania s Lo con aie L gla e J Las il G 3 Caypall 13
—i5al s vie DNAY Galid el ) (5) JS& b dam sall PCR
L)l il Al jal) il ildas 138 5bpA47 I (38 sall &) sall 13g] a8 il
Jsis 5,3 e clise A & sall 18 e i< 8 (Meyer and Jaccaud,1997)
Lee 4 iy 5ad) (sl 2 culS 4] Aasll) DNA ) dakid o aa g Cam Ly gual
EPSPS &) sa (¥ axe 40l Lgeall Jsdgs 3 of te Ju

b A1 A2 MTM2Z2 M3MSMGE B2 P1 T1 TS C1 S22 B

(A1) 33 5ual) Lsaall J5d 4o i 3 EPSPS & j5all 3525 o8 RASH (5) Jel
.(M): Ladder «let alall (B) :cua Lgia dug el cilinl) 48 i,
(100bp)
:CRYIA(b) &gl oo idsli-6
Bacillus s 5Ss 4535 (el 2 055 5 s i 5 oo Y e Eoysall 13 Sey
Y de 3 m  jdall e soasa i\Jj A Jd o S Cua cthuringienses
Al e aea Jolas 8 T1BT1,11BT2 @l aslll cueassid 5 Lepidoptera
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2l S TOP10 PGII35S CRYA(b) 1sa DL axdi 5 ¢ s yaal DNAY
cosomd psal Sl 4 Y sy

O <2 DNA dadad ans o P ola0) 2allll 8 Jasd dlan) daill culs
1 e Uy Les tlensen Bl il b Al ¢ eyl La) i bp329
Weijdeven W jal il jall il Gidae 138 5 ooy sall 138 (a3 iidall clial
Jexi sy Lsea 1 Js by 5,00 e cilie 3 oy pall o3 e aiSI 3 (2003)
Gl el 350 die DNA_ Galid 4ailis ciaia g 385 ¢l Al cliall)

NOS-T 5 35S ae Leghilats it (53 Lgeall Jgis 500 o (e aw Laa Jtins
Jsd o Laas o 85 e diall o glial) ddial cplane e Lagh W )5 (¥3e Lagly
EPSPS &) sall Jana L gucal

ptIl & el co idsl —7

3 S g gl laall e glidl) i elle) o Y spann sl 138 ey
Jin el ddee P& Taked) Ll e Alsedl bl Sual 850 &y g ardiy
1sa P ki) LS ciud Jall s3a L nptlIF nptlR <ol Cuasiiiad 5 ¢ 3yl
clipall Ay 3 Ay oY) aala) b L dylay dagil culS Eua (pBI-221
m@ﬁ@\”PCR&mé\ﬁmﬂu%mu#g&ngLM
i Gadle (4)Jsaad G bp254 1 G sl i ysall o3 selal adsiall anal
s Lnagns e soadl o Gl il pall () Al ey paal) il )
N BY RS PRCH-
& Al i A alijgal ) Al dagpaal) cliad) LSS milii (edla (4) Jgaad

.é\)ﬂ\ Saaadil) géem gﬂb Lagay

CRYIA(c) | CRYIA(b) | NPTII | EPSPS | BAR | GUS | NOS | 35S |4 34,
- - - + - - + + Al
- - - - - - + + M1
- - - - - - + + M3

LS5 s AY) Gl 8 Al Al cilS g
(M2, M5,M6, B1,B2, P1, T1,T2,T3,T4,T5,C1,C2,C3,51,S2)
Lo il 5 (Al GG sall 2 ) Asally
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clalisiay)

Ay dey w39k dlad U5 sl 3 pall 6 Allal bl e
et Gk s o G pe ) lad U5 Alamall a5 gl e Sl
s e e &)k ey PCR ) () dlgie il sape il siouay 5 Adlie
adae Gl se e adSH SIS g (L) 5 aral) i<y

e S b s PORY i gy sme 3550 g Al 5l o2 8 oz
Ny dsns ) iy sl 3l e Caed Slie e W Aaad) sl
Nos —eiall 535S inadly AT 53 sisall Lsaall Jsd 4 Gl 3 U5 Aans
O & (NOS gl 535S Hiaddly 5oy gl 5 Al e 49 EPSPS & )sall s
ol sl 3gm s ) Al L5l s AN il b Al Al S
) iyl AL ) e KB 5 ad ) e i g s

Aakd o dael o dade g )ge IS Rald e P plaiad e s (JY)
£) a) axy @l g (L5 Aaeal) dipll e jallal) 4 Sy 5adl ()50 2ie DNA
cpss ol Eysdl e g siaall ae P i s Jla b Agll s PCRA) Jelis
O L el s andi ool Ll aadiind A8l bl )l il 3 jallall dall ()l
PCR L 3 <l DNAY daadl 4 i jal

Sl ) L Al il 053 A e e ol Allal Aol (e peiias
bl spa s RS o 5,0l oS dpanll all iy ade o dplee callaly
e Ll 5 LBl 55 e 48 el 5l cilisal) 8 Lt yaat g U 5 Alaal
13 gl s laad) oda alatis aSas Al 8 53 s gall Cllay il 5 Aalad) 5yl Sl
W Aaaad) 3 sl ol Jlae A el il ol Al 2ad sl 2 ol s
G gl LY (5l LY A 3 Aadall) il il oyl 8 sl Ak
33 s al) Clatiall 28 ja5 L) (sl g5l Blas Jal e Al a8 s
Wdnall Y e 4l 5 olad) daa o alaall 5 Wy Aana ye L o ST
s Aaeadl sy

S84 Al
Ayl oda b crardind banse b jgal Lol Ll Algaala (ygd Jaiesl dupe o gialdl) Sy
Ly dad s Sl gl
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