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Y > &P A eukaryotic promoter
Ir commonly includes a TATA
Y o oy I box, a nucleotide sequence
RNA PROCESSING | Ir & containing TATA, about 25
nucleotides upstream from
the transcriptional start point.
(By convention, nucleotide
el sl Ribosoms sequences are given as they

occur on the nontemplate
Polypeptide strand.)
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5' splice site Branch ¥ 3 splice site
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cleaves the transcript at lms
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>

Cleaved
5 splice site | o1&
€ The 5 end of the intron is joined to the A
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structure, and U1 and U4 are released.

The 3 splice site is cleaved, and the 5’ end
of exon 2 is joined to the 3' end of exon 1.
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