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Nonpolar side chains; hydrophobic

Side chain
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Methionine
(Met or M)

Phenylalanine
(Phe or F)

, H;,C-(%H |
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Isoleucine
(lle or 1)

Tryptophan
(Trpor W)

(Pro or P)




Polar side chains; hydrophilic

Asparagine Glutamine
(Asn or N) (GInor Q)

Acidic (negatively charged)
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Aspartic acid Glutamic acid Arginine Histidine
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Coding region of typical uninterrupted prokaryotic gene.
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) Normal red blood cells

Normal
red blood
cell (RBC)
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~ blood cell

RBCs flow freely
within blood vessel

@Abnormal, sickled, red blood cells
(sickle cells)

Sticky sickle cells
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